TMPRSS4 gene approximately extends 41.38 kb-long on chromosome 11 in the region p23.3, containing 13 exons.
Identity
Other names: EC 3.4.21.-; MT-SP2; TMPRSS3 HGNC (Hugo): TMPRSS4 Location: 11q23.3 Note: Not to be confused with TMPRSS3 (21q22.3), which was originally named for TMPRSS4 (11q23.3).
DNA/RNA

Description
TMPRSS4 gene approximately extends 41.38 kb-long on chromosome 11 in the region p23.3, containing 13 exons.
Transcription
Two alternative splicing variants have been described, producing transcripts of 2.12 kb and 1.98 kb, respectively.
Protein
Description
TMPRSS4 is a 437 amino acid type II transmembrane serine protease (TTSPs) which are expressed at the cell surface and are thus ideally located to regulate cell-cell and cell-matrix interactions.
Expression
TMPRSS4 is highly expressed in pancreatic, colon, lung and gastric cancer tissues, and TMPRSS4 is also broadly expressed in a variety of human cancer cell lines, such as NCI-H322, Colo205 and HCT15.
Localisation
Membrane; single-pass type II membrane protein.
Function
TMPRSS4 plays a role in invasion, metastasis, migration and adhesion, as well as in the EMT in cancer cells. Loss of E-cadherin transcript, a hallmark of EMT, was induced by TMPRSS4. It also modulates cell growth in a cell type-dependent manner. TMPRSS4 expression is upregulated in lung cancer tissues compared with normal tissues, and various cancer cell lines themselves express TMPRSS4 at various levels.
Homology
TMPRSS4 is a type II transmembrane serine protease (TTSPs) which contains a serine protease domain. Human TTSPs, which consists of 17 members, were grouped into four subfamilies based on similarity in domain structure and phylogenetic analysis of the serine protease domains, namely the matriptase, corin, hepsin/TMPRSS and HAT/DESC subfamilies.
Implicated in
Colon cancer
Oncogenesis TMPRSS4 is an important mediator of invasion, metastasis, migration, adhesion and EMT (epithelialmesenchymal transition) in human epithelial colon cancer cells and also modulates in vitro cell growth in a cell type-and/or signaling context dependent manner, suggesting that TMPRSS4 may represent a novel therapeutic target for cancer. TMPRSS4 overexpression induces an EMT associated with SIP1/ZEB2 induction and E-cadherin loss in SW480 cells, and also promotes metastasis of SW480 cells. TMPRSS4 overexpression is associated with morphological changes and actin cytoskeleton rearrangement.
Pancreatic cancer
Oncogenesis TMPRSS4 is strongly expressed in a subset of pancreatic cancer and various other cancer tissues, and its expression correlates with the metastatic potential of the pancreatic cancer cell lines.
Multidomain structure of human TTSPs. Human TTSPs were grouped into four subfamilies based on similarity in domain structure and phylogenetic analysis of the serine protease domains, namely the matriptase, corin, hepsin/TMPRSS and HAT/DESC subfamilies. Consensus domains are shown above. Each diagram was drawn using the web-based SMART software (http://smart.emblheidelberg.de) with TTSP amino acid sequences obtained from GenBank. Abbreviations: CUB, Cls/Clr, urchin embryonic growth factor and bone morphogenic protein-1 domain; DESC1, differentially expressed squamous cell carcinoma gene 1; FRZ, frizzled domain; HAT, human airway trypsin-like protease; LDLA, low-density lipoprotein receptor domain class A; MAM, a meprin, A5 antigen and receptor protein phosphatase m domain; MSPL, mosaic serine protease long-form; Polyserase-1, polyserine protease-1; SEA, a single sea urchin sperm protein, enteropeptidase, agrin domain; SR, scavenger receptor cysteine-rich domain; TM, transmembrane domain. Letters H, D and S in the serine protease domain (active) indicate the position of the three catalytic residues histidine, aspartate and serine, respectively. Letter A in the serine protease domain (inactive) indicates a serine to alanine exchange. Park Y Atlas Genet Cytogenet Oncol Haematol. 2010; 14(8) 
TMPRSS4 (transmembrane protease, serine 4)
